MATHEMATICS AND MOLECULAR BIOLOGY VII:
MODELING ACROSS THE SCALES — ATOMS TO ORGANISMS

ATTENDEES

David Agard
University of California, San Francisco
www.msg.ucsf.edu/agard

Mark Alber
University of Notre Dame

Jonathan B. Alberts
University of Washington
http://faculty.washington.edu/jalberts

Jonathan Alger
University of Michigan

Uri Alon
Weizmann Institute of Science
www.weizmann.ac.il/mcn/UriAlon

Darius Amani-Taleshi
The University of Kansas
www.math.ukans.edu

Mario Amzel
(410) 955-3955

Britt Anderson
Brown University
www.brainscience.brown.edu

January 5—-10, 2002
La Fonda Hotel, Santa Fe, NM

(415) 476-2521

(219) 631-8371

(206) 543-9147

(734) 763-4683

(8) 934-4448

(785) 864-3651

(415) 476-1902

malber@nd.edu

(206) 543-3041

(734) 615-8937

(8) 934-4125

(785) 864-5255

mario@neruda.med.jhmi.edu

(401) 863-9524

Logistic Regression in Multi-Unit Neural Recordings

Anastasia Anishchenko
Brown University
http://www.physics.brown.edu/

Synchrony in Small-World Networks of Integrate-and-Fire Neur

Sergio Ardanza-Trevijano
Universidad de Navarra

(401) 863-1197

(94) 842-5649

(401) 863-1074

(401) 863-2024

(94) 842-5649

agard@msf.ucsf.edu

jalberts@u.washington.edu

jonalg@umich.edu

urialon@weizmann.ac.il

amani@gmx.de

Britt_Anderson@brown.edu

anish@physics.brown.edu

sardanza@unav.es

Analysis of Topological properties of closed curves in confined volumes: Applications to DNA packing

Anthony A Armstrong
Johns Hopkins University
armstron@groucho.med.jhmi.edu

Role of Conformational Entropy in Increased Rates of Intramo

Lars Arvestad
Karolinska Institutet
http://kisac.cgb.ki.se/arve/

(410) 955-8715

(468) 728-6688

(46) 833-7983

IDENTIFYING PROTEIN DOMAINS USING SEMIDEFINITE PROGRAMMING

Wilber Baker
Villanova University

Keith Ball
Large Scale Biology
http://www.dillgroup.ucsf.edu/~kdb/

(610) 519-5343

(707) 469-4405

(707) 455-1844

(410) 955-0637

lars.arvestad@cgb.ki.se

kdb@boltzmann.ucsf.edu

Estimating Protein Conformational Density of States for Evaluation of Structural Prediction Methods



Ziv Bar-Joseph

MIT (61) 725-8847 (617) 253-7512 Zivbj@mit.edu
http://www.psrg.lcs.mit.edu

A New Approach to Analyzing Gene Expression Time Series Data

Sarah M Batey
University of North Carolina at Chapel Hill (919) 962-1423 sm_batey@unc.edu
http://www.unc.edu/~weim/

Richard Baxter

University of Chicago (773) 702-8461 (773) 702-0805 rbaxter@midway.uchicago
http://home.uchicago.edu/~rbaxter/

Time-resolved X-ray Crystallography of the Photosynthetic Reaction Center of Rhodopseudomonas viridis

Bonnie A Berger
Michigan Institute of Technology (617) 253-1827 (617) 258-5429 bab@theory.lcs.mit.edu
http://theory.lcs.mit.edu/~bab/

Stephen Berry
The University of Chicago (773) 702-7021 (773) 834-4049 berry@uchicago.edu
http://chemistry.uchicago.edu/fac/berry.shtml

Seth Blau
Brown University (401) 863-2153 (401) 863-2255 seth.blau@brown.edu
Perceptual access to visual information correlates with the

David M Bortz
North Carolina State University (919) 515-8968 (919) 515-1636 dmbortz@unity.ncsu.edu
http://www.math.ncsu.edu/~dmbortz

Ido Braslavsky

Caltech ibras@caltech.edu

http://www.its.caltech.edu/~ibras/ldo_Braslavsky

The Molecular Xerox machine caught in action: Visualization of DNA Polymerase Activity at the Single Molecule Level

Julia Brettschneider

University of California, Berkeley (510) 642-9959 (510) 642-7892 juliab@stat.berkeley.edu
www.stat.berkeley.edu/visitors/CurrentVisitors.html

Working with noisy microarray data

Eric Brown
Princeton University (609) 258-2185 (609) 258-1735 ebrown@math.princeton.edu
Globally coupled oscillator networks

Dorothy Buck
Johns Hopkins University (410) 614-1760 (410) 955-0637 buckl@jhmi.edu
Correlating Sequence Motifs with Transcriptional Regulation

Gregory Buck
Saint Anselm College (603) 641-7002 (603) 641-7116 gbuck@anselm.edu

Steven Buechler
University of Notre Dame (219) 631-7083 (219) 631-6579 buechler.1@nd.edu
http://www.nd.edu/~steve

Kevin Cabhill

University of New Mexico (505) 277-5318 (505) 277-1520 cahill@unm.edu
http://kevin.phys.unm.edu/~kevin/

Proteins Wriggle

Nathan Carstens
nate_carstens@yahoo.com



Emmanuel J Chang

Rockefeller University (212) 327-8848 (212) 327-7547 change@mail.rockefeller.edu
genomes.rockefeller.edu

Towards a Model of the Cell Cycle Protein Network

Vicki Chin

University of California, San Diego (858) 822-3128 (858) 822-4203 vichin@ucsd.edu
http://mtel.ucsd.edu

ELECTROKINETIC ANALYSIS OF THREE-DIMENSIONAL CELLULAR MICROA

Dylan Chivian

University of Washington (206) 221-5283 (206) 685-1792 chivian@u.washington.edu
http://www.bakerlab.org/

K*SYNC: throwing everything at sequence to structure alignme

Vicky Choi

Rutgers University (732) 445-6424 (732) 445-0537 vchoi@cs.rutgers.edu
http://www.cs.rutgers.edu/~vchoi

Barnacle: An Assembly Algorithm for Clone-based Sequences of Whole Genomes

Eun Jung Choi
California Institute of Technology (626) 395-6407 eun@caltech.edu
molecular dynamics modeling of endothelial differentiation gene receptors

Yeung Luk Chong

Brown University (401) 863-3920 (401) 863-3494 Luk_Yeung@brown.edu
http://www.physics.brown.edu/research/cns/index

Rate Based or Spike-Time Based Learning Rule?

Lillian Chong

University of California, San Francisco (415) 476-7985 (415) 502-1411 Itchon@itsa.ucsf.edu
www.amber.ucsf.edu

Computational studies on an unusual amidase antibody

Andrew Colasanti

Rutgers University (732) 445-4619 (732) 445-5958 andrewc@rutchem.rutgers.edu
www.rutchem.rutgers.edu/~andrewc

Transitional States in Double Helical DNA

Bernard Coleman

Rutgers University (732) 445-5558 (732) 445-0085 bcoleman@stokes.rutgers.edu
http://stokes.rutgers.edu/~mechanics/BDC.html

Influence of DNA intrinsic curvature on binding cooperativity of intercalating agents

Gavin Conant

University of New Mexico (505) 277-1718 (505) 277-0304 gconant@unm.edu
http://www.krellinst.org/Fellows/conant.html

VARIATION IN RELATIVE RATES OF AMINO ACID SUBSTITUTION IN FUNCTIONALLY DIFFERENT PROTEIN CLASSES

Daniel Coombs
Los Alamos National Laboratory (505) 667-5035 (505) 665-3493 dcoombs@t10.lanl.gov

Nicholas Cozzarelli
University of California, Berkeley (510) 642-5266 (510) 643-1079 ncozzare@socrates.berkeley.edu

Irma Cruz-Rodriguez

Florida State University (850) 644-7378 (850) 644-4053 icruz@math.fsu.edu
http://www.math.fsu.edu/People/GradStudents/icruz.html

Topology of Spiral Waves in Excitable Media

Eric Cytrynbaum

University of California, Davis (530) 902-1362 (530) 752-7297 eric@math.utah.edu
www.math.utah.edu/~eric

Spindle Pole Separation During Prophase: A Quantitative Model



Voichita Dadarlat

Purdue University (765) 496-3361 (765) 494-0239 voichi@cc.purdue.edu
chem.purdue.edu

Isothermal Compressibility and the Intraprotein and Protein-water Interaction in Globular Proteins

Seth Darst

Rockefeller University (212) 327-7479 (212) 327-7477 darst@rockefeller.edu
http://www.rockefeller.edu

Structural studies of prokaryotic transcription

Richard W Deibler

Baylor College of Medicine (713) 798-5127 (713) 798-7375 rd691966@bcm.tmc.edu
http://www.bcm.tmc.edu

Resolution of DNA knots in E. coli

Mira Dimitrijevic-Bussod
(505) 665-6873 mira@lanl.gov

Daniel B Dix

University of South Carolina (803) 777-4320 (803) 777-3783 dix@math.sc.edu
http://www.math.sc.edu/~dix

Mathematical structures for description and manipulation of

Michael A Dolan

The Johns Hopkins University (410) 516-4498 (410) 516-4118 mad@jhu.edu
http://jhunix.hcf.jhu.edu/~mdolan

pKa VALUES OF BURIED IONIZABLE RESIDUES: STRINGENT BENCHMARK

Sandrine Dudoit
University of California, Berkeley (510) 643-1108 (510) 643-5163 sandrine@stat.berkeley.edu
http://oz.berkeley.edu/~sandrine/

Sophie Dumont

University of California, Berkeley (510) 642-1440 (510) 643-7693 sdumont@ocf.berkeley.edu
http://alice.berkeley.edu/

Mechanical Unfolding of Individual T. Thermophila Ribozymes (Onoa et al.)

Experimental Test of Jarzynski’s Equality (Liphardt et al.)

Jonathan Dursi
University of Chicago (773) 834-1059 (773) 834-3230 ljdursi@flash.uchicago.edu

Mark Eberhart
Colorado School of Mines (303) 273-3726 (303) 273-3629 meberhar@mines.edu
Evolution as a thermodynamic process

Michael Elowitz
Rockefeller University (212) 327-7057 (212) 327-7058 melowitz@mad.scientist.com
Artificial Networks and Noise

Christine Elsik

University of Virginia (979) 845-8803 (434) 924-5069 cgedn@virginia.edu
http://www.med.virginia.edu/medicine/basic-sci/biochem/

Linkage Parameters for Clustering Complete Proteins

Elizabeth Emmott-Hoffman
Methods for inference of genetic regultory networks

Andrew Ewald

California Institute of Technology (626) 395-2863 (626) 449-5163 ewald@cco.caltech.edu
http://biocimaging.caltech.edu/index.html

The Molecular Control of Cell Movements in the Early Vertebrate

Richard Fagerstrom
National Cancer Institute (301) 496-9777



Justin Fay
Lawrence Berkeley National Laboratory (510) 486-6791 jcfay@Ibl.gov

Maria Rosa Fayos Carrio

UCsD (858) 534-4720 (858) 534-7042 mfayos@chem.ucsd.edu
http://chem.ucsd.edu

Structural Analysis of the C-terminus of PKC by NMR

Marcus Feldman
Stanford University (650) 725-1867 (650) 725-0180 marc@charles.stanford.edu

Julio M Fernandez
Mayo Clinic (507) 284-9442 (507) 284-0521 jfernandez@mayo.edu
Single Molecule Studies of the Mechanical Stability of Proteins

John Finke
(858) 534-5974 jfinke@ucsd.edu

Jane Fridlyand

UCSF Cancer Center (415) 514-3302 (415) 502-3179 janef@cc.ucsf.edu
http://www.stat.berkeley.edu/users/janef

Statistical Methods for the Analysis of Comparative Genomic Hybridization (CGH) data

Keith Frost

Amnis Corporation (206) 374-3287 (206) 269-4445 keithf@amnis.com
Wwww.amnis.com

Image Analysis of Cells in Flow

Terry Gaasterland

Rockefeller University (212) 327-7755 (212) 327-7765 gaasterl@genomes.rockefeller.edu

genomes.rockefeller.edu
Evaluating metabolic pathways through gene expression data

Armin Gamper

Rockefeller University (212) 327-7606 (212) 327-7949 gampera@rockvax.rockefeller.edu

www.rockefeller.edu/labheads/roeder/roeder-labme
The Human STAGA: more than just a Histone Acetyltransferase

Agustin Garcia Peiro
University of Navarra (346) 309-5122 (349) 581-3331 agus7peiro@hotmail.com

Juan Garcia-Olmedo
University of Navarra (346) 309-5122 (349) 581-3331 juanrcabrera@terra.es

Timothy Gardner

Rockefeller University (212) 327-8186 (212) 327-8544 tim@orbis.ROCKefeller.edu
http://asterion.rockefeller.edu/tim

Simple Motor Gestures for Birdsong

Emma Gavrilova

Yongchao Ge

UC Berkeley (510) 642-2781 (510) 642-7892 gyc@stat.berkeley.edu
www.stat.berkeley.edu/~gyc

MULTIPLE TESTING IN MICROARRAY DATA ANALYSIS

Gregory J Gemmen
University of California, San Diego (858) 534-5313 (858) 534-0173 gregmich@physics.ucsd.edu
OSCILLATORY AND NON-MARKOV DYNAMICS IN MURINE (Sca+/Lin-) IMMATURE HEMATOPOIETIC CELL TRACKS

Mark Gerstein

Yale University (203) 432-6105 (360) 838-7861 Mark.Gerstein@yale.edu
http://bicinfo.mbb.yale.edu

Computational Proteomics



Raffaele Ghigliazza
Princeton University
Optimal Control of a Viral Disease

(609) 986-9929

Chern-Sing Goh

University of California, San Francisco (415) 502-5650
http://www.cmpharm.ucsf.edu/~goh/

Co-evolution of Proteins with their Interaction Partners

Haipeng Gong
Johns Hopkins University (410) 614-3971
Coupling between the two turns in beta-meander

Raphael Gottardo

Los Alamos National Laboratory (505) 665-3358
Thomas Graeber

University of California, Los Angeles (310) 825-1402
http://www.doe-mbi.ucla.edu/People/Eisenberg/
Bioinformatic identification of potential autocrine signalin

Sitarama Gunturi
DNA Print Genomics
www.dnaprintgenomic.com

(941) 366-3400

Okan Gurel
1BM (212) 684-0597
Biotopology of Proteins

Betty Jean Harmsen
University of Nebraska Medical Center (402) 559-3346
http://ourworld.cs.com/bettyjeanharmsen

Lee Harwel

D.L. Hawkins

University of Texas, Arlington (817) 272-3261
Christine E Heitsch

University of British Columbia
Towards the Design of RNA Molecules

(604) 822-8756

Andre Hoelz
Rockefeller University
www.rockefeller.edu/kuriyan

(212) 327-7915

Jennifer Hovis

Stanford University
http://www.stanford.edu/group/boxer/
PROBING AND PRODING LIPID RAFTS

(650) 723-0386

Marleena Huckaba
Florida State University
http://www.math.fsu.edu/~pmmb

(850) 644-8710

Oleg Igoshin
UC Berkeley (510) 643-2159
Rick Jensen
Wesleyan University (860) 685-2029
Yi Jiang

Los Alamos National Lab (505) 665-5745

rghiglia@princeton.edu

(415) 476-6515 goh@cmpharm.ucsf.edu

hgongl@jhmi.edu

raph@lanl.gov

(310) 206-3914 graeber@ucla.edu

(941) 952-9770 sgunturi@dnaprint.com

(212) 684-0597 protein@attglobal.net

bettyjeanharmsen@cs.com

(817) 272-5802

hawkins@exchange.uta.edu

(604) 822-5485 heitsch@cs.ubc.ca

(212) 327-8086 hoelza@rockvax.rockefeller.edu

(650) 723-4817 hovis@stanford.edu

(850) 644-6612 pmmb@math.fsu.edu

oleg@nature.berkeley.edu
(860) 685-2031

rjensen@wesleyan.edu

(505) 665-5757 jiang@lanl.gov



Gary M Johnson
US Department of Energy (970) 225-3794 (970) 223-1415 garyj@er.doe.go
http://www.sc.doe.gov/production/octr/index.html

Rebecka Jornsten

UC Berkeley (510) 757-7217 (510) 642-7892 rebecka@stat.berkeley.edu
http://www.stat.berkeley.edu/~rebecka

Simultaneous Gene Clustering and Subset Selection for Classification via MDL

Xiaoqun Joyce Duan
UCLA—DOE Lab of Structural Biology and Molecular Medicine (310) 206-3907 (310) 206-3914
joyce@mbi.ucla.edu

John Karanicolas

The Scripps Research Institute (858) 784-9289 (858) 784-8688 johnk@scripps.edu
www.scripps.edu/brooks/

The Origins of Symmetry Breaking in the Folding of Proteins

Jason Kastner

California Institute of Technology (626) 395-2851 (626) 584-9527 kastner@caltech.edu
http://www.bioimaging.caltech.edu

Modeling a Hox Gene Network in silico using a Stochastic Sim

Louis Kauffman
(312) 996-3066 (312) 996-1491 kauffman@tigger.cc.uic.edu

Katherina Kechris
Univ. of CA at Berkley (510) 642-2781 kechris@stat.berkeley.edu

Kathleen Kerr

University of Washington (206) 543-1044 (206) 543-3286 katiek@u.washington.edu
http://depts.washington.edu/biostat/

EXPERIMENTAL DESIGN AND STATISTICAL INFERENCE FOR GENE EXPRESSION

David Kipnis
Burroughs Wellcome Fund

Yuval Kluger

Yale University (203) 432-9380 (509) 753-3713 yuval.kluger@yale.edu
http://bioinfo.mbb.yale.edu/—~kluger/

Novel Clustering and Gene Complex Extraction from Microarray Data

Jane Kondev
Brandeis University (781) 736-2812 (781) 736-2915 kondev@brandeis.edu
http://www.physics.brandeis.edu/faculty/kond.htm

Dmitry Kondrashov
University of Arizona (520) 621-8171 (520) 626-5048 dkon@email.arizona.edu
Stochastically gated diffusion: ligand escape out of a protein

Nancy J Kopell
Boston University (617) 353-5210 (617) 353-8100 nk@bu.edu cbd.bu.edu
Rhythms in the nervous system: themes and variations

Alexei V Korennykh

University of Chicago (773) 702-5236 (773) 702-0271 avkorenn@uchicago.edu
http://bmb.bsd.uchicago.edu/cCorrell.html

PROBING THE MECHANISM OF RNA-PROTEIN RECOGNITION WITH THE PROTEIN TOXIN RESTRICTOCIN

Julio A Kovacs

The Scripps Research Institute (858) 784-8804 (858) 784-8688 jkovacs@scripps.edu
www.scripps.edu

Fast Rotational Matching

Stephen J Kron
University of Chicago (773) 834-0250 (773) 702-4394 skron@midway.uchicago.edu



Sofia Lambropoulou

National Technical University (301) 772-1346 (301) 772-1775 sofia@math.ntua.gr
http://www.math.ntua.gr/faculty/sofia.html

The Classification of Rational Knots and Tangles — A Combinatorial Proof

Chip Lawrence

NYS Dept. of Health/Wadsworth Ctr. (518) 402-5034 (518) 473-2900 lawrence@wadsworth.org
http://www.wadsworth.org/resnres/bioinfo/

Computational Identification and Characterization of Regulatory Modules

Ka Yee Lee
University of Chicago (773) 702-7068 (773) 702-0805 kayeelee@uchicago.edu

Raphael Lee

University of Chicago (773) 702-6302 (773) 702-0661 rlee@surgery.bsd.uchicago.edu

www.uchicago.edu

Nandi Leslie

Princeton University (609) 258-6883 (609) 258-1735 nleslie@princeton.edu
www.pacm.princeton.edu

The New Frontier: Modeling The Impact of Human Activities in the Amazonian Forest

Andre Levchenko

Johns Hopkins University (410) 516-5584 (410) 516-5584
andre@vigeland.paradise.caltech.edu

www.bme.jhu.edu/~alev

Modeling Cell-Cell Interaction in Bacterial Quorum Sensing

Steve Levene
University of Texas, Dallas (972) 883-2503 (972) 883-2409 sdlevene@utdallas.edu

Simon A Levin

Princeton University (609) 258-6880 (609) 258-6819 slevin@princeton.edu
http://www.eeb.princeton.edu/~slevin

Ecosystems and the biosphere as complex adaptive systems

Michael Levitt
Stanford University Medical Center (650) 723-6800 (650) 723-8464 michael.levitt@stanford.edu
http://csb.stanford.edu/levitt/

Alfonso Leyva
(410) 955-8715 leyva@groucho.med.jhmi.edu

Michael Na Li

University of Washington (206) 543-1044 (206) 543-3286 lina@u.washington.edu
http://students.washington.edu/~lina/

Estimating recombination hot spots from population haplotype data

Yi Li
Stevens Institute of Technology (201) 216-5433 yili@cs.stevens-tech.edu

William M Lindstrom

The Scripps Research Institute (888) 784-2055 (857) 784-2860 lindy@scripps.edu
http://www.scripps.edu/pub/olson-web/

Large-scale Distributed Docking Using AutoDock

Debi Linkous
Burroughs Wellcome Fund (919) 991-5100 (919) 991-5176 dlinkous@bwfund.org
www.bwfund.org

Jan Liphardt

University of California, Berkeley (510) 642-1440 (510) 643-6232 JTLiphardt@Ibl.gov
www.cchem.berkeley.edu/~intgrp/jan.html

Experimental Test of Jarzynski’s Equality



Adi Livnat

Princeton University (609) 258-6859 alivnat@princeton.edu

Rune Lyngsoe

University of California, Santa Cruz (831) 459-2118 (831) 459-4046
http://www.daimi.au.dk/~rlyngsoe/

Analysing Stochastic Language Models

James Lyons-Weiler

Hugh R MacMillan
Univ. of California, San Diego (303) 554-1287 (858) 534-7042

Natasa Macura
University of Michigan (734) 936-0095 (734) 763-0937

Carlo Maley

Fred Hutchinson Cancer Research Ctr. (206) 667-4615 (206) 667-6132
http://www.fhcrc.org/science/phs/barretts/cmaley

Benign Cell Boosters: Exploring Novel Cancer Therapies

Jennifer Mann

Florida State University (850) 644-6783 (850) 644-4053
www.math.fsu.edu/~jmann

Topology of Type Il Topoisomerases

Kyriacos Markianos

Fred Hutchinson Cancer Research Ctr. (206) 667-3148 (206) 667-2917
www.fhcrc.org/labs/kruglyak/

A NEW COMPUTATIONAL APPROACH FOR RAPID MULTIPOINT LINKAGE

Bernadette Marriott
Burroughs Wellcome Fund (919) 991-5100 (919) 991-5162
www.bwfund.org

Laurens Mets

University of Chicago (773) 702-8917 (773) 702-9270
http://mets.bsd.uchicago.edu/

Map Assembly for a New Optical Mapping Method

Naveen Michaud-Agrawal

Johns Hopkins University (443) 802-3127
Dal-Hee Min
The University of Chicago (773) 834-0994 (773) 702-0805

SELECTIVE COVALENT PROTEIN IMMOBILIZATION

Alexander Morozov

University of Washington (206) 685-6968 (206) 685-1792
http://depts.washington.edu/bakerpg/

Free energy analysis for improved decoy discrimination

Demetri Moustakas
UC San Francisco (415) 502-1409 (415) 502-1411

David Mumford
Brown University (401) 863-3441 (401) 863-1355
www.dam.brown.edu/people/mumford

Gene Myers
Celera Genomics (240) 453-3007 (240) 453-3324
www.celera.com

rlyngsoe@cse.ucsc.edu

hmacmill@mccammon.ucsd.edu

nmacura@umich.edu

cmaley@alum.mit.edu

jmann@math.fsu.edu

markiano@fhcrc.org

bmarriott@bwfund.org

I-mets@uchicago.edu

dalhee@midway.uchicago.edu

morozov@u.washington.edu

demer@socrates.berkeley.edu

David_Mumford@brown.edu

gene.myers@celera.com



Junalyn Navarra-Madsen

University of Texas, Dallas (972) 235-1579 (972) 883-6622 junalyn@utdallas.edu
http://utdallas.edu/~junalyn

Rational Tangles and Colorability

Nicola Neretti

Brown University (401) 863-3920 (401) 863-3494 Nicola_Neretti@Brown.edu
http://www.physics.brown.edu/users/students/nere

MODELING FM ECHOLOCATION BATS THROUGH A TIME/FREQUENCY BIOSO

Monica Nicolau
Stanford & U.C. Berkeley (650) 725-1609 (650) 723-7016 nicolau@genome.stanford.edu
nicolau@stat.berkeley

Vincent Noireaux
noireav@mail.rockefeller.edu

Duncan Odom

Whitehead institute/MIT (617) 258-5231 odom@wi.mit.edu
http://web.wi.mit.edu/young/

Mapping Transcriptional Regulatory Networks in Yeast

Christopher Oehmen

University of Memphis (901) 678-2921 (901) 678-5281 coehmen@memphis.edu
http://ssd1.bme.memphis.edu/~coehmen/index.htmi

LINKING IONIC CONCENTRATION TRANSIENTS AND ELECTRICAL ACTIVI

Art Olson
The Scripps Research Institute (858) 784-2526 (858) 784-2860 olson@scripps.edu
www.scripps.edu/pub/olson-web

Wilma K Olson
Rutgers University (732) 445-3993 (732) 445-5958 olson@rutchem.rutgers.edu
http://rutchem.rutgers.edu/faculty/olson.html

Bibiana Onoa-Rojas
University of California, Berkeley (510) 642-1440 (510) 643-6232 BOnoa-Rojas@Ibl.gov
MECHANICAL UNFOLDING OF INDIVIDUAL T. THERMOPHILA RIBOZYMES

Jose N Onuchic
University of California, San Diego (858) 534-7067 (858) 534-7697 jonuchic@ucsd.edu
http://guara.ucsd.edu/

Amit Paliwal

Johns Hopkins University (410) 516-7170 (410) 516-5510 paliwal@jhu.edu
www.jhu.edu/~cheme

Measuring Weak Protein-Protein Interactions Using Self-Interaction Chromatography

Mary Lou Pardue

Massachusetts Institute of Technology (617) 253-6741 (617) 253-8699

mipardue@mit.edu www. mit.edu

Chris Patil

UCSF (415) 476-1123 (415) 476-5233 cpatil@itsa.ucsf.edu

Michael Paulaitis
Johns Hopkins University (410) 516-6604 (410) 516-5510 michael@jhu.edu
www.jhu.edu/~cheme/faculty/paulaitis.html

Scott Pegg

University of California, San Francisco (415) 502-1248 (415) 476-9819 spegg@mako.cgl.ucsf.edu
http://mako.cgl.ucsf.edu/~spegg

A Genetic Algorithm for Structure-Based De Novo Design



Dmitri Petrov

Brown University (401) 863-3110 (401) 863-2024 Dmitri_Petrov@brown.edu
www.physics.brown.edu

NETWORK OF NETWORKS AND INFORMATION PROCESSING

Rob Phillips
Caltech (626) 395-3374 (626) 583-4963 phillips@aero.caltech.edu

Joshua Plotkin

Princeton University (609) 734-8382 (609) 734-8382 plotkin@ias.edu
www.ptb.ias.edu/

The antigenic evolution of influenza A

Moshe Pritsker

Princeton University (609) 258-4791 (609) 258-2759 pritsker@molbio.princeton.edu
www.princeton.edu

Global cis-regulatory motif identification through comparative genomic analysis of regulatory regions in
hemiascompycetous yeast

Nikolaus Rajewsky

Rockefeller University (212) 327-8138 nr@edsb.rockefeller.edu
http://www.physics.rockefeller.edu/~nr/

COMPUTATIONAL IDENTIFICATION OF REGULATORY “MODULES” IN THE GENOME OF DROSOPHILA MELANOGASTER

Andreas Rechsteiner
Los Alamos National Lab (505) 667-6683 (505) 667-1126 andreas@lanl.gov
Singular Value Decomposition for Gene Expression Data Analysis

Jason Ritt

Boston University (617) 353-5206 (617) 353-8100 jritt@math.bu.edu
http://math.bu.edu/people/jritt/

Neuronal Responses to Aperiodic Stimuli

Deborah Stungism Rocha
Los Alamos National Laboratory (505) 667-9144 (505) 665-5220 stungis@lanl.gov

Pablo Meyer Rojas
Rockefeller University (212) 327-8972 (212) 327-8974 meyerpa@mail.ROCKefeller.edu
Fluorescent microscopy, microarrays and circadian rhythms

Monica Romeo

Duke University (919) 660-2802 (919) 660-2821 mmromeo@math.duke.edu
http://www.math.duke.edu/~mmromeo

Stability of Intracellular Calcium Waves

Noah Rosenberg

University of Southern California (213) 740-2416 (213) 740-2437 noahr@usc.edu
www-hto.usc.edu/—noahr

The probability of topological concordance of gene trees

Wendy Ryan

University of Chicago (773) 702-7210 (773) 702-5863 wiryan@midway.uchicago.edu
http://chemistry.uchicago.edu

Understanding the function of a photosensory protein based on gas-phase spectroscopy of its chromophore

Yuki Saka

UC Berkeley (510) 204-0614 (510) 642-8204 ysaka@uclink.berkeley.edu
http://math.berkeley.edu/~ysaka

TangleSolve: A COMPUTATIONAL TOOL FOR ANALYZING SITE-SPECIFIC RECOMBINATION

Mark Sanderson

Brown University (401) 863-1542 (401) 863-1074 Mark_Sanderson@Brown.edu
www.brown.edu

Representing target range and texture in the auditory system



Abhijit Sarkar

University of lllinois, Chicago (312) 996-6105 (312) 996-9016
www.uic.edu/~jmarko

Removing DNA-bound Proteins by Stretching, Twisting, and Unzipping DNA

Paul Scheet
University of Washington (206) 221-6560

Norbert F Scherer
The University of Chicago (773) 702-7069 (773) 702-0805
http://chemistry.uchicago.edu/fac/scherer.shtml

Tamar Schlick

New York University (212) 998-3116 (212) 995-4152
monod.biomath.nyu.edu

Polymerase beta opening motion explored by dynamic simulation

Klaus Schulten

U. of lllinois, Urbana-Champaign (217) 244-1604 (217) 244-6078
http://www.ks.uiuc.edu/

Discovering the mechanical functions of proteins and DNA

Rimli Sengupta
University of Washington (206) 616-6026 (206) 543-2969

William Serber

asarkar@callan.phy.uic.edu

nfschere@uchicago.edu

schlick@nyu.edu

kschulte@ks.uiuc.edu

rimli@cs.washington.edu

Columbia University (212) 662-2231 wserber@rabi.columbia.edu

Zachariah Serber

UCSF (415) 502-7049 zserber@itsa.ucsf.edu

Juliet Shaffer
University of California (510) 549-3596 (510) 642-7892

George Shapovalov

California Institute of Technology (626) 395-6469 (626) 564-8709
www.its.caltech.edu/~georges

High Speed Electrophysiology of Bacterial MSCL Channels

Gad Shaulsky

Baylor College of Medicine (713) 798-8082 (713) 798-6521
http://www.imgen.bcm.tmc.edu/molgen/facultyaz/sh

GenePath: A SYSTEM FOR AUTOMATED EXPLORATION OF GENETIC PATH

Chad Shaw

shaffer@stat.berkeley.edu

georges@cco.caltech.edu

gadi@bcm.tmc.edu

Baylor College of Medicine (713) 798-8087 cashaw@bcm.tmc.edu

stats.imgen.bcm.tmc.edu
Microarray Analysis of Dictyostelium Development

Felix Sheinerman

Aventis Pharmaceuticals (908) 231-5981 (908) 231-2492
Mingren Shi
U.C. San Diego (858) 534-5000 (858) 822-3631

http://www.sdsc.edu

Julia Shifman

Caltech (626) 395-8084 (626) 440-7231
www.mayo.caltech.edu

Computation Redesign of the Calmodulin Receptor

Solveig Sieberts
solly@stat.washington.edu

David Siegmund
Stanford University (650) 723-0598 (650) 725-8977

felix.sheinerman@aventis.com

mshi@sdsc.edu

julia@mayo.caltech.edu

dos@stat.stanford.edu



Mariano Sigman

Rockefeller University (212) 327-7664 (212) 327-8240 mariano@rna.rockfeller.edu
www.asterion.rockfeller.edu

The Form of Shapes and How We Learn to See Them

Steven B Smith
University of California
Reversible and irreversible unfolding of single RNA molecule

Nicholas Socci
Rockefeller University (212) 327-7283 (212) 327-7420 soccin@rockefeller.edu
WEIGHBOR: AN IMPROVED LIKELIHOOD-LIKE METHOD FOR PHYLOGENETIC RECONSTRUCTION

Andrew J Sommese
University of Notre Dame (219) 631-6498 (219) 631-6579 sommese@nd.edu

Terry Speed
University of California (510) 642-2781 (510) 642-7892 terry@stat.berkeley.edu
www.stat.berkeley.edu/users/terry

Sylvia J Spengler
National Science Foundation (510) 486-4879 (510) 487-5717 sjspengler@Ibl.gov

Michael Springer

UCSF (415) 476-2166 (415) 502-4315 mispri@itsa.ucsf.edu
http://www.ucsf.edu/ekolab/

Differential phosphorylation of Pho4 leads to differential

William Stewart
babar@stat.washington.edu

Michael Stone

University of California, Berkeley (510) 642-7108 (510) 642-1079 stoney2@uclink4.berkeley.edu
www.berkeley.edu

USE OF SINGLE TOPOLOGICALLY CONSTRAINED DNA MOLECULES

John Storey

Stanford (650) 725-5953 jstorey@stanford.edu
Jay Storz
University of Arizona (520) 975-1308 (520) 621-9190 storz@email.arizona.edu

Roland Stoughton

Rosetta Inpharmatics (425) 823-7332 (425) 636-6394 roland_stoughton@merck.com
WWW.rii.com

Title: Microarray Methods Development

Antitsa Stoycheva

The Scripps Research Institute (858) 784-8073 (858) 784-8688 antitsa@scripps.edu
http://www.scripps.edu/

Quantitative Investigation of Protein Folding

Timothy Street

De Witt Sumners
Florida State University (850) 645-3338 (850) 644-6612 sumners@math.fsu.edu
www.math.fsu.edu/~sumners

Nancy Sung
Burroughs Wellcome Fund (919) 991-5100 (919) 991-5180 nsung@bwfund.org
www.bwfund.org

David Swigon
Rutgers University (732) 445-5558 (732) 445-0085 swigon@jove.rutgers.edu
Micromechanics of DNA looping



Yu Chuan Tai
University of California, Berkeley (510) 642-2781 (510) 642-7892
http://www.stat.Berkeley.edu/

Kaihsu Tai

University of California, San Diego (858) 822-0169 (858) 534-7042
http://mccammon.ucsd.edu/~ktai/

Mechanism of acetylcholinesterase inhibition by fasciculin

Susan Taylor

Howard Hughes Medical Institute (858) 534-3677 (858) 534-8193
http://www-chem.ucsd.edu/Faculty/Research_text/taylor.html

Structure, Function and Localization of PKA: An Interdisciplinary Approach

Michael S Teitelbaum
Alfred P. Sloan Foundation (212) 649-1649 (212) 246-7585
www.sloan.org

Elizabeth A Thompson
University of Washington (206) 543-7237 (206) 685-7419
www.stat.washington.edu/thompson

Kurt Thorn
Harvard University (617) 384-9456 (617) 495-2196
http://cgr.harvard.edu

Ignacio Tinoco
University of California, Berkeley (510) 642-3038 (510) 643-6232

Liping Tong
tong@galton.uchicago.edu

David Tritchler
Ontario Cancer Institute (416) 946-2064 (416) 946-2024
Spectral Clustering

Marat Valiev
ucsD (858) 551-0798 marat@ucsd.edu
FIRST-PRINCIPLES MOLECULAR DYNAMICS STUDY OF THE ACTIVE SITE

Erik van Nimwegen

Rockefeller University (212) 327-8184 (212) 327-8544
http://www.physics.rockefeller.edu/~erik

Probabilistic clustering of sequences: Inferring bacterial

Zlatko Vasilkoski

Tufts University (617) 277-0258 (617) 627-3878
http://mml.phy.tufts.edu

THE PROTEIN FOLDING KINETICS FOR THE DIFFUSION-COLLISION MODEL

Christopher Voigt

Caltech (626) 395-8085 (626) 440-7231
www.mayo.caltech.edu

Recombination Preserves Protein Building Blocks

Daniel Wagenaar
California Institute of Technology (626) 395-6787 (626) 564-8709
http://www.caltech.edu/—pinelab/

yuchuan@stat.berkeley.edu

ktai@mccammon.ucsd.edu

staylor@ucsd.edu

Teitelbaum@sloan.org

thompson@stat.washington.edu

kthorn@cgr.harvard.edu

Intinoco@lbl.gov

tritchle@uhnres.utoronto.ca

erik@golem.rockefeller.edu

vzlatko@tufts.edu

cvoigt@caltech.edu

wagenaar@caltech.edu

Precise timing in early response to electric stimulation in dense cultures of cortical neurons

Wynn L Walker

Abgenix Inc. (510) 896-6015 (510) 608-4606
http://www.abgenix.com

DNA Hybridization Modeling and its Application to the Design

wlwalker@earthlink.net



Wei Wang
Stanford University (650) 725-3062 (650) 723-7016 wwang@genome.stanford.edu
Regulatory networks revealed by transcriptional profiling in the yeast

Zhen-Gang Wang
California Institute of Technology (626) 395-4647 (626) 568-8743 zgw@cheme.caltech.edu

Michael Waterman
University of Southern California (213) 740-2408 (213) 740-2424 msw@usc.edu
http://www-hto.usc.edu/

Bobbie-Jo Webb

Wadsworth Center/RPI (518) 474-8093 (518) 473-2900 webbb@rpi.edu
http://www.rpi.edu/~webbb

BALSA: A Bayesian Algorithm for Local Sequence Alignment

Jody White
(410) 502-5091 jwhite@bme.jhu.edu

James H White

Johns Hopkins University (410) 516-5535 (410) 516-5294 jwhite@bme.jhu.edu
http://www.cmbl.jhu.edu/

Spontaneous calcium release in ventricular myocytes: mechanisms and implications

Claus Wilke

Caltech (626) 385-2338 wilke@caltech.edu
www.dllab.caltech.edu/~wilke

Al Williams

Los Alamos National Laboratory (505) 667-8411 (505) 665-0525 williams@lanl.gov

http://www-Is.lanl.gov/index.html
The Challenge of Building Responsive Bioinformatics Support in a Rapidly Evolving World

Wing Hung Wong

Harvard University (617) 496-9925 (617) 496-8709 wwong@hsph.harvard.edu
http://biosunl.harvard.edu/complab/

Review & discuss recent progress related to several important issues in microarray analysis—Joint analysis of match &
mismatch probes in Affymetrix arrays—How to handle signal saturation—Methods to incorporate more bio. info. into
the analysis

Andrew Wright

Guohui Wu
(858) 822-3128 guohuiwu@midway.uchicago.edu

Sunney Xie
Harvard University (617) 496-9925 (617) 496-8709 Xie@chemistry.harvard.edu
Single-Molecule Enzymatic and Conformational Dynamics

Zheng Xie
University of Chicago (773) 834-1877 (773) 702-0805 zhengxie@uchicago.edu

Yee Haw Yang
University of California, Berkeley (510) 642-2781 (510) 642-7892 yeehwa@stat.berkeley.edu
www.stat.berkeley.edu

Von Bing Yap

University of California, Berkeley (510) 642-2781 (510) 642-7892 yapvb@stat.berkeley.edu
www.stat.berkeley.edu

Modeling the molecular substitution process

Luk Chong Yeung

Brown University (401) 863-3920 (401) 863-3494 yeung@cns.brown.edu
http://www.physics.brown.edu/research/cns/index

Rate Based or Spike-Time Based Learning Rule? A Model



Daniel Yuan
Johns Hopkins University (410) 955-2474
http://www.jhu.edu/~ibr/bwf/bwf_trainees.html

(410) 614-2987

TOWARDS COMPREHENSIVE ANALYSIS OF SYNTHETIC LETHAL GENETIC |

Muhamad Hamid Zaman
University of Chicago (773) 702-7052
The entropic benefit of a cross-link in protein association

Martin Zapotocky

Rockefeller University (212) 327-8835
http://uqgbar.rockefeller.edu/people/zapotocky.ht

The evolution of DNA regulatory regions for proteo-gamma

Mihaela Zavolan

Rockefeller University (917) 345-2534
http://genomes.rockefeller.edu

Identification and characterization of splice variants

Lynn Zechiedrich

Baylor College of Medicine (713) 798-5126
www.bcm.tmc.edu/—elz/

DNA Knots in E.coli

Xiaoyue Zhao

(773) 834-4049

(212) 327-8544

(212) 327-7765

(713) 798-7375

University of California at Berkeley Xiaoyue@stat.berkeley.edu

Yanxiang Zhao
zhaoy@mail.rockefeller.edu

dsyuan@groucho.med.jhmi.edu

hamid@uchicago.edu

zapotocky@rockefeller.edu

mihaela@genomes.rockefeller.edu

elz@bcm.tmc.edu



